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<210> 1 

<211> 600 

<212> DNA 

<213> Arabidopsis thaliana 

<400> 1 



atgatctcta 


gggttttcaa 


cttcatgaaa 


caatccgaaa 


cagttcagct 


aaacaacaaa 


60 


ctatttctcg 


atctcctctc 


ttcctcgtca 


tcggccaaac 


ccaaaatttt 


gcacgacgtg 


120 


ttcatcaacc 


acagaggatc 


cgacacaaag 


agaaacatcg 


caacattgct 


ttatgacaat 


180 


ctcaaatctc 


gtaacttacg 


tccattcttg 


gattccaaga 


acatgaagcc 


cggagataag 


240 


ctttttgatc 


atatcaacaa 


cgcgattctc 


acttctaaag 


tcgctgtaac 


ggttttttct 


300 


cctaactact 


gcgattcata 


tttctgtctg 


cacgagcttg 


ctcttataat 


ggagtccaga 


360 


aaaagggtca 


taccgatatt 


ctgcgacatc 


aaaccttcac 


aactcgatgt 


tatgatcgag 


420 


agggtgacat 


gttctgatga 


tgaaatccaa 


aggtttagat 


gggcccttca 


agaagctaaa 


480 


gatatcgttg 


gactcacgtt 


tgattcctac 


aaagggaatt 


tatcggaggt 


tgttacagtt 


540 


gcatcggatg 


ttatcgtcga gagattggtc 


gagttagagg 


ctaaagatga 


aaatctatag 


600 



<210> 2 
<211> 199 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 2 

Met He Ser Arg Val Phe Asn Phe Met Lys Gin Ser Glu Thr Val Gin 
15 10 15 



Leu Asn Asn Lys Leu Phe Leu Asp Leu Leu Ser Ser Ser Ser Ser Ala 



1 



20 



25 



30 



Lys Pro Lys lie Leu His Asp Val Phe lie Asn His Arg Gly Ser Asp 
35 40 45 



Thr Lys Arg Asn lie Ala Thr Leu Leu Tyr Asp Asn Leu Lys Ser Arg 
50 55 60 



Asn Leu Arg Pro Phe Leu Asp Ser Lys Asn Met Lys Pro Gly Asp Lys 
65 70 75 80 



Leu Phe Asp His lie Asn Asn Ala lie Leu Thr Ser Lys Val Ala Val 
85 90 95 



Thr Val Phe Ser Pro Asn Tyr Cys Asp Ser Tyr Phe Cys Leu His Glu 
100 105 110 



Leu Ala Leu lie Met Glu Ser Arg Lys Arg Val lie Pro lie Phe Cys 
115 120 125 



Asp lie Lys Pro Ser Gin Leu Asp Val Met lie Glu Arg Val Thr Cys 
130 135 140 



Ser Asp Asp Glu lie Gin Arg Phe Arg Trp Ala Leu Gin Glu Ala Lys 
145 150 155 160 



Asp lie Val Gly Leu Thr Phe Asp Ser Tyr Lys Gly Asn Leu Ser Glu 
165 170 175 



Val Val Thr Val Ala Ser Asp Val He Val Glu Arg Leu Val Glu Leu 
180 185 190 



Glu Ala Lys Asp Glu Asn Leu 
195 



<210> 3 
<211> 585 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 3 

ttaatcatca agaatacact cacatacata catacataga acacctctat tgttataaat 60 
tcctagctat atattttctt aagcagccac accatgcaac gtaacatggc aatgagcttc 120 



2 



ttccagcgca ggttcttcag ccagcaaagg cgaacacaaa tggtggcaag gcgagtgttg 180 

gagccgtgtg acgtgttcct gaaccatagg agcatggaca caaagaaaac agtagccacg 240 

ttgctctatg accatttgaa gaggcacggt ttcaaccctt tcttggacaa caagaacatg 300 

aagccagggg acaaactgtt tgagaaaatc aatagggctg ttatggagtg caagattggg 360 

gtggcggttc tctcgccacg ctacacggag tcctattttt gcctccatga gcttgcactt 420 

cttctggggt gcaacaagaa ggtcattccc atcttctgtg atgtaaagcc ttcgcagttg 4 80 

cgcgttgtca acaaccctaa gtggtctgaa gatgaactta gacgcttcag acgggctctt 540 

gaggaggtta agttcaccgt gggactcacg ttcaactcct caaaa 5 85 



3 



